. Composition of Z½ medium used in this study. [2] in modified form; c Fe-EDTA-supplement according to Meffert et al. [3] in modified form. Figure S3 . Protein sequence alignment of CabC and homologues. The consensus sequence based on a 100% conservation rule along with a sequence logo and an identity graph is depicted at the top. The first sequence shows the p-aminobenzoate N-oxygenase (AurF) Chain A of Streptomyces thioluteus. Conserved glutamic acid and histidine residues responsible for di-iron coordination are depicted below this sequence. 
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